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SEQUENCE LISTING 

<110> Levy, Gary 

Ghanekar , Anand 
Grant, David R. 

<120> Porcine Fgl2 

<130> 9579-90 

<150> US 60/354,294 
<151> 2002-02-07 

<150> US 60/355,795 
<151> 2002-02-12 

<160> 7 

<170> Patentln version 3.1 

<210> 1 

<211> 8053 

<212> DNA 

<213> Porcine 

<400> 1 

cagcaagaag ttgatccgtg ggtggaatcc aggtctccag agtgtaaagt aagcctgaca 60 

catttagaga ttatgaatag ttaagtttga ataggtcaga ggatgtcaac agtttggctg 12 0 

ggctagagaa gtatttagaa aaatagtagg aaatcaggtt aaagaaataa ataggagaca 180 

gattacaggg tgctttaaat aatataagaa taataagaat ttggattttt agccatactt 240 

ttgaaattaa gcaataaaat ccctttttaa ataaaaatct tatatatgag acaccaatat 300 

gcaaaacaaa ttaaaaggag gtggtttctc caattgaagc tgttccctct ccctgccctc 360 

agcctctcag gagaaaagct ggaaaaccct aaagagaaag tttgacaagt gtgaacagtc 420 
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atgctgcaga 


catgtgtggg 


gcaaggtagt 


gatacagcaa 


gtggcacaca 


gtccaggtag 


480 


agggatgtac 


gctgaaggca 


gaaagcacag 


agaggggacc 


accaggctgc 


cagtgggaag 


540 


ggaaggcaaa 


gatgctggac 


acaaaaagaa 


tcagaaagag 


aggggagtag 


ttcaaagact 


600 


cacattcagc 


ggccgtggaa 


ggacagtgca 


atcacaaaaa 


tagtgaaagg 


caaaggagga 


660 


ggctgccttt 


gtaaggcagt 


gatgtgcttt 


tatgtgtttc 


tgtcatctag 


acatttgtgc 


720 


tgcactatgc 


tgtagtcaaa 


gggatagaaa 


gtagcacttt 


tttctctatc 


agttttcttc 


780 


tgatctcaaa 


tagatgaaac 


aaagtctact 


gcaagaggca 


gaaaaagctg 


aacttcgtta 


840 


catttaaaat 


tgtaagtgcc 


tgagagtctg 


tctgaaagcc 


caatgagaag 


aaaatacagg 


900 


attcctaatg 


cccccttcca 


gaaaggaaaa 


agaaccattt 


ccatttctgc 


aatatttctg 


960 


ttcctttgca 


caatccggat 


aattagcaca 


tttattttta 


tctttaaaaa 


ctcttgcccc 


1020 


cactgtggag 


ttaagtacaa 


tggaatgatt 


catttcacgt 


ataattattt 


taaaacccaa 


1080 


ggttcttctt 


gtgcttttaa 


aaaataaacg 


atgagtgaaa 


cgtgttgaat 


atgtgcctct 


1140 


gagtacagga 


attccaaagc 


ggattatttg 


gattgcggat 


cagtgacagt 


ttttggcaag 


1200 


cctagttgga 


tgaggacagt 


ctccttttcc 


tctgcgtttg 


tgaaccttgt 


gatgaaagtg 


1260 


ctcccgccct 


tttctgagaa 


cagaaagcct 


gactcaggca 


ggcagctgct 


gctcttaaaa 


1320 


cagctcgagc 


cggcagcctc 


ccctgctggg 


gtgagcgcca 


ccgcagagat 


gaagctgaag 


1380 


ctgtcgaact 


ggtgctggct 


gagctccgct 


gtcctcgcgg 


cttatggctt 


tttggtcgtg 


1440 


gccaacaatg 


agacggagga 


aattaaagat 


gaagcagcca 


aggacgcctg 


cccggtgaga 


1500 


ctagaaagca 


gagggaaatg 


cgaagaggta 


ggcgggtgtc 


cctaccaggt 


gaacctgccc 


1560 


cccttgactc 


ttcagctccc 


caagcagttt 


ggcaggattg 


aggaggtgtt 


caaagaggtc 


1620 


cagaacctca 


aggaaattgt 


gaacagcctg 


aagaagactt 


gccaagactg 


cagactgcag 


1680 


gctgacgaca 


accgagaccc 


aggcaggaat 


ggactgctgt 


caccgggcac 


aggagccccg 


1740 


ggagaagctg 


atgacagcag 


agttagagaa 


ttggagaacg 


aggttaacaa 


gctgtcctct 


1800 


gacctgaaga 


atgccaagga 


agagatcgac 


gggcttcagg 


gtcgcctgga 


gaagctgagc 


1860 


cttgtaaata 


tgaacaacat 


agaaaattac 


gttgataaca 


aggtggcaaa 


cctaacgttt 


1920 


gctgtcaata 


gtttggatgg 


caaatgttca 


tcgcggtgtc 


ccagtcaaga 


acaaatacag 


1980 


tcacgtccgg 


gtatgtataa 


taatgccttc 


ttatcatttg 


ttccggaatg 


ttttatagct 


2040 


agacaatacc 


cataaacatt 


aacctgggaa 


aataaaggac 


agattaagta 


aattaagcct 


2100 


tttatgcatc 


aaggtagtac 


aggcaaaact 


actgtctttg 


cagatgtgac 


cacagaaagg 


2160 


ttagaagacc 


taaggaacca 


aaaaaaatca 


taaagagttc 


tgtctccatt 


agaaagcact 


2220 
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L LLjuCl L L. LV.U 


aay L- L-d L 


n't* nT' t" era c^crcr 
y ty l LyaLyL 


/-« rj rrPJ a f« 4- a f-< a 

Lay dd*»» L.dLd 


/^a/-«aaao^ir > r^ 
LatdQClLdyd 


cr 4~ crcx a rfa a ct ct 

gLyyayaayy 


Z Z O \J 


L ddd L. L LL U U 


dduy Ly LLa l 


t~ f~r t - /"ft - i - I - a a 
L.y Ly U L L-ddL 


d L L LdLL LL L 


L.LOL Ly y dd L 


/*t 4~ 4~~ /^r a a a a 

gee egaa aac 




dd l, y y dy d L. ct 


a CTCT /-» a /-r 4- f«r 4- 4- 

ay y Lay uyuu 


4™ ^ rxrt ^~ h* /~t 4~ a 

Lgcggt. cyua 


lil uyydddL 


f* A rfrrt - 4- 4- 4~ /~r/~r 
Lay y LLLLyy 


i.4-4-h4-f-4-f 4-4> 

eeeeeeeeee 




l l l tyycL 


caterer 4~ <t "i 4- 4— crc* 

gggcgaccgc 


eye l. eg cy eg 


rr/~* a a a a /Ta <-t 
yLddLddydy 


a t~* 4- 4~ ^ a a a 

acc eeegaaa 


y^r 4~ 4~ 4~ 4~ ^ y— * — ^ 

gaeeeeagca 


0/1 en 




a 4~ , 4^y«-^-4— -^-^4- 

aCCtCataat 


CCCdddtdLC 


4- /— • 4- rtrta a a /-r 

ecgey ydddy 


^* a a a a 4- 4- 4- 

caaagaceee 


atagatgaaa 


Z DZ U 


taaaayCayC 


4" 4™ cr ^ /vrt^ 4" 4* 

tuycayyccc 


cacaLyLyLy 


/~» a /"^ a a r~* 4~ /*r 4- 4- 

cacaac egee 


egc e e cgaga 


tc tagtggca 


0 c 0 n 
z Do U 


/-« a a a a crc* a 4- 4- 

CadaagCaLL 


4— 4— a a rrrrrr/^a /-r 

LLaayyyyay 


l l l ega ua eg 


/-ly^a/^haaa /-t 4- 

ccac eaaage 


eaggaaLacg 


4-4-/"i4-4-a4-4-«-*«-v 

e cc ccac tec 




ClCCCClCCC 


tcac tagaat 


tcaagca tgt 


gacaaeagaa 


cccatc ttcc 


ccatccagat 


z / uu 


LaLCCyaatC 


aac 1 1 tagta 


aa taaa t taa 


4- 4- 4" a y^^r 4~ a a 

c e e eageaaa 


aaaaga tcac 


aaacc taact 


z / bU 


cr 4~~ ■ 4~~ o c* 4- 4~~ ^sr 

y CCUaCLCLy 


CaCaayaaCl 


gc tggc tgtg 


^ 4~~ c* d 4~ 4~ /^i 

gcac eggeec 


tcccaaaccc 


tggttttccc 


ZOZU 


CaCaCyay CC 


cccagggcca 


e egc egac eg 


eggeceeaee 


acaeeeegga 


aaggcatc tc 


z 00 U 


CyCaCtagaa 


4- 4- 4- 4- t-vt— 4- 4- a 


t tgtaag tgt 


gaggt taaag 


gatatggcac 


t tgcagcaga 


z y 


«a 4— ctct *^ a +- +*■ 
ydeyyedLLL. 


a h f* f" CTCT a -a 

dCC cyyadCd 


a 4~ a /— • 4~ a 

ayLdCCLaCC 


eeaegegege 


eccaeeccca 


ct cr ct a a 4- c* 4- a 

gggaaec eag 


JwUU 


y dy ey ddy y y 


/-r 4— 4— rrrrrra fr 4- 

ayt. tyyyay e 


L LLd LyydLL 


^3 /-> 4- /-»■ 4- 4- /t 4- 4- a 
dL Ly L Ly L Ld 


LLdL LLLLdy 


c a cr r* c* 4~ /-r a +~ 

Lay LL ey Ld L 


juDU 


/■*» +" a a cr cr cr 4** a 

c CaayyytaC 


/-» z"' 4™ crc* a a|-f- 

CC CyCaCatL 


gcaaggcaga 


/t/t 4- 4~ /-^ a a /*r 4~~ /*■ 

gge ecaagec 


a /*t/t 4- a a /"^ a a 

aggeaacaca 


/"^ 4~ CTCTCTT" CT C* 4"~ 

ccegggegce 


Of) 


4— /-v +~ 4— ^ /t "i ctct 

Lyuuayacyy 


yd LyC LLCd C 


cr/ m T r a /— t 4~ 4~ 4~ /^r 4~ 

ggcageeege 


aaegacaaga 


a y-^ a a r a y^r 4~ 4~ 

acaagagece 


ac tgee tgt t 


■31 on 
jloU 


ULLC LciC L.O.O. 


4- 4~ cr cr cr cr c* a 

yattyyyyca 


a /~r+~ *^ 4~ 4- eta a 

ageaec egaa 


egeeegagee 


*~>4 _ aaa4 _ a4-a/^ 

ceaaaeaeac 


a 4- /t a a 4- a /^r a 4- 

aegaaeagae 




L.a.a.y Ly Ly y l 


LLdLdy Ly Lt 


*-4-«4-a/"*'/""»aaa 

eec CdCCadd 


4- 4- ^r>-. 4- 4- 4- a 4- 

ceegceeeae 


4~ a rvf* a /-■* ^* 4- a 

ceagcaccea 


eee eeaeaga 


j j u u 


— » 4~~ 4~~ ^ 4~" 4— crc*t 

datLaLCLyy 


gag caaa cy c 


/— ^ 4" /t 4~ ^ 4~ 4— 4~~ /^r a 

c egeaee ega 


t tec tgcaga 


a y-* a 4~ a /T 

accacageag 


^ 4~~ i-^r ^ 4~ 4~ a 4" 4V a 

cegaeeaeea 




4-- =J/ -,4-4-- 3 4-4- ( r>,4- 


gaa tacaagt 


acgtgtggt t 


tec ttctaga 


atecaaaegt 


gaaacac taa 


•5 /1 n n 
J 4z U 


-1.-1.1.1.1. 
atacttLCCt 


gga taataaa 


t tcagaagaa 


gaatac tggt 


-i4--i+--i-i4-4--«-» 

ata eaat taa 


att t tttaac 


•J/1 OA 


t tgaac t tct 


ttaattgtca 


agcaagtaaa 


ataaatggaa 


atgttgatca 


gtgc tgt act 


1 a a n 
j j4U 


ccagaatccc 


aatgtatcaa 


t tggaaaaat 


cc ta taaaat 


gtcc tcaaag 


tggaggctat 


jOUU 


tagcatctct 


aggtcaaagg 


aaacagaagc 


atgtgtttcc 


tctgcctgca 


tggaatgcag 


3660 


ttccgggaga 


agtggaatca 


cctgaccttc 


agggecaagg 


gatacagtgc 


ttacaaggac 


3720 


aaggtttgca 


gccaaccaga 


tctgagtttg 


tgtcctggct 


ctgccactga 


aagtttctgt 


3780 


gaagttggga 


aagccagtga 


tctcctttga 


gectaaatat 


tctttctcac 


cagcagaatg 


3840 


gtaataatat 


etaegtcata 


cagttcacgt 


gcagaccaag 


tgtgaaaatg 


ttatcaagtc 


3900 


attggccaaa 


tgectagage 


aactggggag 


cccttatgaa 


atattaegga 


attattgaga 


3960 
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ctattctctt 


tatttcttgc 


tggtgatgtt 


tgctgttcac 


attatcaata 


ttatcaccaa 


4020 


ccaagaaagt 


gttggagagc 


ttggtctgct 


ttataacacc 


aggttcttgt 


tctgaggcct 


4080 


ttaacaagca 


tttgccaaat 


aggttcaagt 


acgtttagca 


gagccaggtt 


tcattatcac 


4140 


cattgactga 


gttatcaaac 


tgcttttgta 


catctaaaga 


attctttcaa 


tgcatagttt 


4200 


ttattaacaa 


aatccaatgc 


ctttattttt 


tttttcactc 


cttcagttca 


acatcttata 


4260 


tataaagatt 


gctctgaata 


ctacacaata 


ggcaaaagga 


gcagtgagat 


ctacagagtt 


4320 


acaccggatc 


ccaaaaacag 


tagctttgaa 


gtttactgtg 


acatggagac 


catgggggga 


4380 


ggctggacag 


tgctgcaggc 


acgtcttgat 


ggaagcacca 


acttcaccag 


aacatggcga 


4440 


gactacaaag 


ttggctttgg 


aaacctcaga 


agagaatttt 


ggttggggaa 


tgataaaatt 


4500 


catcttctga 


ctaagagtaa 


ggatatgatt 


ctaagaatag 


atcttgagga 


ctttaatggt 


4560 


atcaagctct 


atgccttgta 


tgatcacttt 


tatgtggcca 


acgagtttct 


caaataccgt 


4620 


ctacacattg 


gtaactataa 


cggcaccgct 


ggagatgcct 


tgcgtttcag 


taaacattac 


4680 


aaccatgaca 


tgaagtattt 


caccacccca 


gatagagaca 


acgatcgata 


tccctctggg 


4740 


aactgtgggc 


tctactacag 


ctcgggttgg 


tggtttgatg 


cttgtctttc 


tgcaaactta 


4800 


aatggcaaat 


attataacca 


aaaatacaga 


ggtgttcgaa 


atgggatttt 


ctggggcacc 


4860 


tggcctggta 


taagtgaggc 


acaacctggt 


ggctacaggt 


cctctttcaa 


agaagccaaa 


4920 


atgatgatca 


gacccaagta 


ctttaagcca 


taaatcacta 


atgcttattc 


ctctgggtat 


4980 


tcatttccta 


atagggcaat 


taattccttc 


agcactttgg 


aatgtgtttc 


atactcctct 


5040 


tcatggctta 


aaacttatct 


ctgagcaatg 


ggttcttatg 


ctatacagga 


tttgaaataa 


5100 


agctgaaaaa 


tatgccttgt 


aaagaagtcc 


tttgttgctg 


ttacactgtt 


atccaaataa 


5160 


acacttgcaa 


gcaaggggaa 


tattgagaat 


tacacattag 


atttataatt 


ctcttacttt 


5220 


cttctatttg 


aaaagttttt 


attgctcatc 


ttactcactc 


gaactaaaaa 


taattgctta 


5280 


ttcagcaggc 


taaattttac 


acgagtaatc 


tgtattttgc 


ctgagacttg 


aagacatctg 


5340 


aaggcatatt 


actcttttca 


ggccctaaat 


aactattggg 


tatttatttg 


tctctaaata 


5400 


ccctattcct 


cattctgaga 


taaacttact 


ctatttatgg 


catttacagc 


attttagttc 


5460 


ccaagcaaag 


ggaaatatgt 


ataattaaac 


ctgttcatgt 


actaatcctg 


aaatgctaaa 


5520 


ttttatttaa 


aatattttaa 


aatgcgacaa 


tatactgtcc 


ctcctaaaag 


cattcagaaa 


5580 


attaatttaa 


ccttaaagac 


catggtttaa 


aggtaattca 


ttcatagttt 


ataattcctc 


5640 


agatgtttta 


tgataaaaac 


tgctttaaca 


taaaaaccgt 


cttcctttgc 


tcttttgcat 


5700 


aatagtttta 


aatttaagac 


tgctcactac 


tgtatgagac 


tactggtaga 


ttttctttgg 


5760 
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taggtatggg tggggaatga agcacttatt tatagactat aacactctga aggccaatgt 582 0 

tatatccaaa gcaataatat cattaagtga ttcatttcat tcaaagctaa gttgtatagg 5880 

acaaagagat aaatctattc acaaaaagca tatgaatttt gaaatatata cagaacaatg 5940 

gttcaaacat tatatacttt aaccctactg gtgtatttct tatttttcta tcagaagatt 6000 

caaatatagt tttttttaac aaaacaaaaa tagaatttta caattcatta attttagaat 6060 

gcaagtatta tatttaaaag attataaaaa ttgttaaatt gcatcattgt aaaaaaggga 6120 

tcacttcaga gagaacagca gtattctact gcatgttaaa aaaaaaaaaa tgctcttgga 618 0 

gttcccgtca tggttcagcg gttaacaaac ctgactagta tccatgggga tgcaggtttg 6240 

atccctggcc tcactcagtg ggttaaggat tcggtgttgc catgagctgt ggtataggtc 63 00 

acagacgtgg cttggatctg gcattgctgt ggctgtggcc ggcagctata gctccaattg 6360 

gacccctacc ctgcaaatgt gccacaggtg caacccaaaa aaaaaaaaaa aaaaaaaaaa 6420 

aaacagctct agagtaaaat ctgaaagaat acactgtact atgtgagtca tacaaataca 6480 

ttcaatcttt aatttctagt gtctgtttct actaacaaag attttaaagt aaattcacaa 6540 

aaatgcagct ttccccatta tttgaaaaga ttaaggaaga gagtagcttt agggaagaag 6600 

ctaacttttt gaatattgcc gtatattaaa aagtctaatc aagaagaagc aagatactct 6660 

tttaaaaata tataacatgc aaagttttca ggcaaacatg atgaaaacta tgtttttatg 6720 

aatactatta aaatactgaa gcaagagaaa tgcaaataga attaagtgat gaccaaaatg 678 0 

taaaatacca ttgtagactt caaaggcttc atttctactt aataggatac caaatgtaaa 6840 

tgttgtaact aatttattct atatttctct cttttttctt gtaaaacaag actaagaaga 6900 

ttttgatatt atataatgta tttcagacaa gggtattttc acttactata tataactata 6960 

tatatatata taagtttagg tatatttctg tgatcaaaag tgcactcctt aaaaaatata 7020 

gttctaaaga aaaatagctc atataagcga gtgtcccctg atttagtgag aaacaggtgt 7080 

agtttcagga gaatgtggca aacaattcat ttgatcgaca taaatactca aaagtttgtc 7140 

cttccagttt tccatcttat ttcaaagaat caaaatttta ttttccatca tacttttatg 7200 

gcacctttct aataacaaat tacgtaacat agaaattcct ttttgaaatc atttcgtgtc 7260 

acttattatg atactagata tattttagac tttgatgatc tttaacatat tgatggaaat 7320 

agactatata tgagagaatt tttttgcctt aacacaacca tttactaata tatgataatg 7380 

gtcgtaaata tggcttgact actagcaaat atattatttt agcatcttgc cttagttcca 7440 

ttttaatggc tagtattctc ttaattaaca aattgtttca agctttatca tatttgaaaa 7500 
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tattggctaa aattattggg tccttagaaa tcccaaatgg aactggttca ctcatcactg 7560 

aggaaaaaaa aatcaaattt tctctgataa gtagttatgc tccaaatgaa atttattgga 7620 

tggatccaat aaataaagga tccatccwat aaataaagaa cttaaataca caaagataaa 768 0 

aaaatatcca agtaccaaaa tttgctggct cttagttttg aatggctact caaggaaagg 7740 

gtagaaggtt taaaggtaaa acatgatgcg taactcgtca caataagccc ttgcttagaa 7800 

ttaatatttt cctttatgta taaatacgtt gatgtttcat gtcttttaaa aacttgtgaa 7860 

ataaaagatt taatcttcaa atctatttct tcactgtggg aacatgggtt actggttgca 7920 

aaataatttt tacgtacttg tctgaaaagt tggaaaaggt ttacctaact agacaataac 7980 

tttgacactt cgaaggcttt aatgtgtcct atttcatcaa caggaagtcc gagaggcaaa 8040 

tagaggaaca cca 8053 

<210> 2 
<211> 442 
<212> PRT 
<213> Porcine 



<400> 2 

Met Lys Leu Lys Leu Ser Asn Trp Cys Trp Leu Ser Ser Ala Val Leu 
15 10 15 



Ala Ala Tyr Gly Phe Leu Val Val Ala Asn Asn Glu Thr Glu Glu lie 
20 25 30 



Lys Asp Glu Ala Ala Lys Asp Ala Cys Pro Val Arg Leu Glu Ser Arg 
35 40 45 



Gly Lys Cys Glu Glu Val Gly Gly Cys Pro Tyr Gin Val Asn Leu Pro 
50 55 60 



Pro Leu Thr Leu Gin Leu Pro Lys Gin Phe Gly Arg lie Glu Glu Val 
65 70 75 80 



Phe Lys Glu Val Gin Asn Leu Lys Glu lie Val Asn Ser Leu Lys Lys 
85 90 95 



Thr Cys Gin Asp Cys Arg Leu Gin Ala Asp Asp Asn Arg Asp Pro Gly 
100 105 110 
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Arg Asn Gly Leu Leu Ser Pro Gly Thr Gly Ala Pro Gly Glu Ala Asp 
115 120 125 



Asp Ser Arg Val Arg Glu Leu Glu Asn Glu Val Asn Lys Leu Ser Ser 
130 135 140 



Asp Leu Lys Asn Ala Lys Glu Glu lie Asp Gly Leu Gin Gly Arg Leu 
145 150 155 160 



Glu Lys Leu Ser Leu Val Asn Met Asn Asn He Glu Asn Tyr Val Asp 
165 170 " 175 



Asn Lys Val Ala Asn Leu Thr Phe Ala Val Asn Ser Leu Asp Gly Lys 
180 185 190 



Cys Ser Ser Arg Cys Pro Ser Gin Glu Gin He Gin Ser Arg Pro Val 
195 200 205 



Gin His Leu He Tyr Lys Asp Cys Ser Glu Tyr Tyr Thr He Gly Lys 
210 215 220 



Arg Ser Ser Glu He Tyr Arg Val Thr Pro Asp Pro Lys Asn Ser Ser 
225 230 235 240 



Phe Glu Val Tyr Cys Asp Met Glu Thr Met Gly Gly Gly Trp Thr Val 
245 250 255 



Leu Gin Ala Arg Leu Asp Gly Ser Thr Asn Phe Thr Arg Thr Trp Arg 
260 265 270 



Asp Tyr Lys Val Gly Phe Gly Asn Leu Arg Arg Glu Phe Trp Leu Gly 
275 280 285 



Asn Asp Lys He His Leu Leu Thr Lys Ser Lys Asp Met He Leu Arg 
290 295 300 



He Asp Leu Glu Asp Phe Asn Gly He Lys Leu Tyr Ala Leu Tyr Asp 
305 310 315 " 320 



His Phe Tyr Val Ala Asn Glu Phe Leu Lys Tyr Arg Leu His He Gly 
325 330 335 



Asn Tyr Asn Gly Thr Ala Gly Asp Ala Leu Arg Phe Ser Lys His Tyr 
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340 345 350 

Asn His Asp Met Lys Tyr Phe Thr Thr Pro Asp Arg Asp Asn Asp Arg 
355 360 365 

Tyr Pro Ser Gly Asn Cys Gly Leu Tyr Tyr Ser Ser Gly Trp Trp Phe 
370 375 380 

Asp Ala Cys Leu Ser Ala Asn Leu Asn Gly Lys Tyr Tyr Asn Gin Lys 
385 390 395 400 

Tyr Arg Gly Val Arg Asn Gly lie Phe Trp Gly Thr Trp Pro Gly lie 
405 410 415 

Ser Glu Ala Gin Pro Gly Gly Tyr Arg Ser Ser Phe Lys Glu Ala Lys 
420 425 430 

Met Met lie Arg Pro Lys Tyr Phe Lys Pro 
435 440 

<210> 3 
<211> 1033 
<212> DNA 
<213> Porcine 



<400> 3 

ccctctccct gccctcagcc tctcaggaga aaagctggaa aaccctaaag agaaagtttg 60 

acaagtgtga acagtcatgc tgcagacatg tgtggggcaa ggtagtgata cagcaagtgg 120 

cacacagtcc aggtagaggg atgtacgctg aaggcagaaa gcacagagag gggaccacca 180 

ggctgccagt gggaagggaa ggcaaagatg ctggacacaa aaagaatcag aaagagaggg 240 

gagtagttca aagactcaca ttcagcggcc gtggaaggac agtgcaatca caaaaatagt 3 00 

gaaaggcaaa ggaggaggct gcctttgtaa ggcagtgatg tgcttttatg tgtttctgtc 3 60 

atctagacat ttgtgctgca ctatgctgta gtcaaaggga tagaaagtag cacttttttc 420 

tctatcagtt ttcttctgat ctcaaataga tgaaacaaag tctactgcaa gaggcagaaa 480 

aagctgaact tcgttacatt taaaattgta agtgcctgag agtctgtctg aaagcccaat 540 

gagaagaaaa tacaggattc ctaatgcccc cttccagaaa ggaaaaagaa ccatttccat 600 

ttctgcaata tttctgttcc tttgcacaat ccggataatt agcacattta tttttatctt 660 
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taaaaactct tgcccccact gtggagttaa gtacaatgga atgattcatt tcacgtataa 720 

ttattttaaa acccaaggtt cttcttgtgc ttttaaaaaa taaacgatga gtgaaacgtg 780 

ttgaatatgt gcctctgagt acaggaattc caaagcggat tatttggatt gcggatcagt 840 

gacagttttt ggcaagccta gttggatgag gacagtctcc ttttcctctg cgtttgtgaa 900 

ccttgtgatg aaagtgctcc cgcccttttc tgagaacaga aagcctgact caggcaggca 960 

gctgctgctc ttaaaacagc tcgagccggc agcctcccct gctggggtga gcgccaccgc 1020 

agagatgaag ctg 1033 

<210> 4 

<211> 1015 

<212> DNA 

<213> Homo sapiens 



<400> 4 
tgccttcagc 


ctctgaagag 


aaagttagaa 


aactattatc 


attaatgcta 


catgttttga 


60 


acaagctgat 


ataccaagtg 


gcccagagag 


caggtagaag 


aaccagcgtg 


gagacagaaa 


120 


gcaagaggcc 


cgcctgccag 


ggctacctgc 


agaaagaaag 


ggcaaagatg 


ctgtaggcaa 


180 


gagaagttca 


ggacagacac 


tggcatagct 


caaagattca 


catttgagca 


gctgtggaag 


240 


atgacagtac 


aattaccaaa 


atgtcgaagg 


gcaaaggagg 


cagctactgg 


ttttgatgaa 


300 


agacaattat 


gtccttttaa 


atgggtctta 


gacatttaga 


catttatata 


cactatgcta 


360 


cggacaaagg 


aatagaaagt 


agcacttttt 


tctccactag 


ttttcttctc 


tttttcaagt 


420 


agatgaagca 


aaagtcaact 


gcaatagtca 


gaaagctgta 


ctttgttaca 


cttagaaact 


480 


tctaaaagtg 


cttaagattt 


cacctgaaag 


tccaacatga 


agaaaataca 


ggctccccaa 


540 


tgccccattc 


taagaaggaa 


aaaggaccat 


tttcatttta 


gtaacgtttc 


tgtt'ctatag 


600 


acagtttgga 


taactagctc 


ttacttttta 


tctttaaaaa 


ctgtttttcc 


agtgaagtta 


660 


cgtataatta 


tttacttcaa 


gcgtaagtat 


accaaattac 


tttagaaatg 


caagactttt 


720 


cttatacttc 


ataaaataca 


ttatgaaagt 


gaatcttgtt 


ggctgtgtac 


atttgactat 


780 


aataatttca 


atgcatatta 


tttctattga 


gagtaagtta 


cagtttttgg 


caaactgcgt 


840 


ttgatgaggg 


ctatctcctc 


ttcctgtgcg 


tttctaaaac 


ttgtgatgca 


aacgctccca 


900 


ccctttcctg 


ggaacacaga 


aagcctgact 


caggcagctg 


ccgctattaa 


agcagctcca 


960 
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gccctgcgca ctccctgctg gggtgagcag cactgtaaag atgaagctgg ctaac 1015 

<210> 5 

<211> 1015 

<212> DNA 

<213> Murine 



<400> 5 



gaaaagtctt 


gggaaatctg 


gttagagata 


taaatatgag 


aactggacat 


ggtggtacac 


60 


acctgtgatc 


tctgtgttta 


ggagggagag 


gcagagagat 


caggagttca 


aggccagcct 


120 


gagctacttg 


agacccagtc 


taaataaata 


agagatagat 


tacagagtgc 


ctttaactag 


180 


tacagagaaa 


gaatttgggt 


ttatctgtgt 


cagttacgct 


gaaataattt 


ttaagtaata 


240 


aaatcccttt 


taataagaaa 


ccttatgagg 


tcagtatgca 


caatgaactt 


aagagagacc 


300 


cccagctcct 


gagctgagtg 


atggggaagg 


acagccactg 


cctgtgatgt 


gtgagtgacg 


360 


tgcttccaag 


tgttttaacc 


actgacgatt 


acatagcctg 


cacagtcagg 


agaaaacagc 


420 


cgtattctct 


gccagttctc 


ttccctttta 


caaacagatg 


agagacacac 


acagagaatc 


480 


catttaaaga 


gcggaccttt 


gttctgatta 


ggggcaattt 


taagtactta 


agagttcaca 


540 


caaagtctag 


ccttcaaaaa 


gaaaacaggt 


tcccaaacta 


gggaggaaac 


agaatcattt 


600 


ccattttggt 


gacatttagt 


gggaagaagc 


tcacagacat 


ttagacgttc 


caactctttc 


660 


cccactagtg 


gaccaagtat 


ataatatggt 


atcttttggg 


cactggtatt 


acaactgttt 


720 


tttaaacaaa 


agactttcct 


tgtgctttac 


taaaaaccca 


gacggtgaat 


cttgaataca 


780 


atgcgtggca 


cccacggcag 


gcattctatt 


gtgcatagtt 


ttgactgaca 


ggagatgaca 


840 


gcatttggct 


ggctgcgctt 


gctgaggacc 


ctctcctcct 


gtgtggcgtc 


tgagactgtg 


900 


atgcaaatgc 


gcccgccctt 


ttctgggaac 


tcagaacgcc 


tgagtcaggc 


ggcggtggct 


960 


attaaagcgc 


ctggtcaggc 


tgggctgccg 


cactgcaagg 


atgaggcttc 


ctggt 


1015 



<210> 6 

<211> 439 

<212> PRT 

<213> Homo sapiens 
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<400> 6 

Met Lys Leu Ala Asn Trp Tyr Trp Leu Ser Ser Ala Val Leu Ala Thr 
15 10 15 



Tyr Gly Phe Leu Val Val Ala Asn Asn Glu Thr Glu Glu lie Lys Asp 
20 25 30 



Glu Arg Ala Lys Asp Val Cys Pro Val Arg Leu Glu Ser Arg Gly Lys 
35 40 45 



Cys Glu Glu Ala Gly Glu Cys Pro Tyr Gin Val Ser Leu Pro Pro Leu 
50 55 60 



Thr lie Gin Leu Pro Lys Gin Phe Ser Arg lie Glu Glu Val Phe Lys 
65 70 75 80 



Glu Val Gin Asn Leu Lys Glu lie Val Asn Ser Leu Lys Lys Ser Cys 
85 90 95 



Gin Asp Cys Lys Leu Gin Ala Asp Asp Asn Gly Asp Pro Gly Arg Asn 
100 105 110 



Gly Leu Leu Leu Pro Ser Thr Gly Ala Pro Gly Glu Val Gly Asp Asn 
115 120 125 



Arg Val Arg Glu Leu Glu Ser Glu Val Asn Lys Leu Ser Ser Glu Leu 
130 135 140 



Lys Asn Ala Lys Glu Glu lie Asn Val Leu His Gly Arg Leu Glu Lys 
145 150 155 160 



Leu Asn Leu Val Asn Met Asn Asn lie Glu Asn Tyr Val Asp Ser Lys 
165 170 175 



Val Ala Asn Leu Thr Phe Val Val Asn Ser Leu Asp Gly Lys Cys Ser 
180 185 190 



Lys Cys Pro Ser Gin Glu Gin lie Gin Ser Arg Pro Val Gin His Leu 
195 200 205 



lie Tyr Lys Asp Cys Ser Asp Tyr Tyr Ala lie Gly Lys Arg Ser Ser 
210 215 220 



Glu Thr Tyr Arg Val Thr Pro Asp Pro Lys Asn Ser Ser Phe Glu Val 
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225 230 235 240 



Tyr Cys Asp Met Glu Thr Met Gly Gly Gly Trp Thr Val Leu Gin Ala 
245 250 255 



Arg Leu Asp Gly Ser Thr Asn Phe Thr Arg Thr Trp Gin Asp Tyr Lys 
260 265 270 



Ala Gly Phe Gly Asn Leu Arg Arg Glu Phe Trp Leu Gly Asn Asp Lys 
275 280 285 



lie His Leu Leu Thr Lys Ser Lys Glu Met lie Leu Arg lie Asp Leu 
290 295 300 



Glu Asp Phe Asn Gly Val Glu Leu Tyr Ala Leu Tyr Asp Gin Phe Tyr 
305 310 315 320 



Val Ala Asn Glu Phe Leu Lys Tyr Arg Leu His Val Gly Asn Tyr Asn 
325 330 335 



Gly Thr Ala Gly Asp Ala Leu Arg Phe Asn Lys His Tyr Asn His Asp 
340 345 350 



Leu Lys Phe Phe Thr Thr Pro Asp Lys Asp Asn Asp Arg Tyr Pro Ser 
355 360 365 



Gly Asn Cys Gly Leu Tyr Tyr Ser Ser Gly Trp Trp Phe Asp Ala Cys 
370 375 380 



Leu Ser Ala Asn Leu Asn Gly Lys Tyr Tyr His Gin Lys Tyr Arg Gly 
385 390 395 400 



Val Arg Asn Gly lie Phe Trp Gly Thr Trp Pro Gly Val Ser Glu Ala 
405 410 415 



His Pro Gly Gly Tyr Lys Ser Ser Phe Lys Glu Ala Lys Met Met lie 
420 425 430 



Arg Pro Lys His Phe Lys Pro 
435 



<210> 7 



<211> 432 
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<212> PRT 
<213> Murine 

<400> 7 

Met Arg Leu Pro Gly Trp Leu Trp Leu Ser Ser Ala Val Leu Ala Ala 
15 10 15 



Cys Arg Ala Val Glu Glu His Asn Leu Thr Glu Gly Leu Glu Asp Ala 
20 25 30 



Ser Ala Gin Ala Ala Cys Pro Ala Arg Leu Glu Gly Ser Gly Arg Cys 
35 40 45 



Glu Gly Ser Gin Cys Pro Phe Gin Leu Thr Leu Pro Thr Leu Thr lie 
50 55 60 



Gin Leu Pro Arg Gin Leu Gly Ser Met Glu Glu Val Leu Lys Glu Val 
65 70 75 80 



Arg Thr Leu Lys Glu Ala Val Asp Ser Leu Lys Lys Ser Cys Gin Asp 
85 90 95 



Cys Lys Leu Gin Ala Asp Asp His Arg Asp Pro Gly Gly Asn Gly Gly 
100 105 110 



Asn Gly Ala Glu Thr Ala Glu Asp Ser Arg Val Gin Glu Leu Glu Ser 
115 120 125 



Gin Val Asn Lys Leu Ser Ser Glu Leu Lys Asn Ala Lys Asp Gin lie 
130 135 140 



Gin Gly Leu Gin Gly Arg Leu Glu Thr Leu His Leu Val Asn Met Asn 
145 150 155 160 



Asn lie Glu Asn Tyr Val Asp Asn Lys Val Ala Asn Leu Thr Val Val 
165 170 175 



Val Asn Ser Leu Asp Gly Lys Cys Ser Lys Cys Pro Ser Gin Glu His 
180 185 190 



Met Gin Ser Gin Pro Val Gin His Leu lie Tyr Lys Asp Cys Ser Asp 
195 200 205 
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His Tyr Val Leu Gly Arg Arg Ser Ser Gly Ala Tyr Arg Val Thr Pro 
210 215 220 



Asp His Arg Asn Ser Ser Phe Glu Val Tyr Cys Asp Met Glu Thr Met 
225 230 235 240 



Gly Gly Gly Trp Thr Val Leu Gin Ala Arg Leu Asp Gly Ser Thr Asn 
245 250 255 



Phe Thr Arg Glu Trp Lys Asp Tyr Lys Ala Gly Phe Gly Asn Leu Glu 
260 265 270 



Arg Glu Phe Trp Leu Gly Asn Asp Lys lie His Leu Leu Thr Lys Ser 
275 280 285 



Lys Glu Met lie Leu Arg lie Asp Leu Glu Asp Phe Asn Gly Leu Thr 
290 295 300 



Leu Tyr Ala Leu Tyr Asp Gin Phe Tyr Val Ala Asn Glu Phe Leu Lys 
305 310 315 320 



Tyr Arg Leu His lie Gly Asn Tyr Asn Gly Thr Ala Gly Asp Ala Leu 
325 330 335 



Arg Phe Ser Arg His Tyr Asn His Asp Leu Arg Phe Phe Thr Thr Pro 
340 345 350 



Asp Arg Asp Asn Asp Arg Tyr Pro Ser Gly Asn Cys Gly Leu Tyr Tyr 
355 360 365 



Ser Ser Gly Trp Trp Phe Asp Ser Cys Leu Ser Ala Asn Leu Asn Gly 
370 375 380 



Lys Tyr Tyr His Gin Lys Tyr Lys Gly Val Arg Asn Gly lie Phe Trp 
385 390 395 400 



Gly Thr Trp Pro Gly lie Asn Gin Ala Gin Pro Gly Gly Tyr Lys Ser 
405 410 415 



Ser Phe Lys Gin Ala Lys Met Met lie Arg Pro Lys Asn Phe Lys Pro 
420 425 430 



